
Work Programmme 

The Biostatistics and Bioinformatics Laboratory aims to offer both a methodological-statistics and 

bioinformatic support in collecting, managing, and elaborating biomedical data, over the different 

phases of the oncological research. This Laboratory supports scientific research and actively 

cooperate with both oncologists and clinicians afferent to the Institute for the development of 

several research lines in different clinical and oncological settings (breast, lung, melanoma, head 

and neck, and so on). The research activity is mainly oriented to the statistical analysis of 

biomedical data of different nature, including clinical and omics data, imaging, molecular biology, 

as well as translational studies intended to define personalized medicine models which analyze 

Big Data by means of Artificial Intelligence techniques. The research program mainly covers the 

following research lines: 

 development of sentinel lymph-node status predictive models; 

 development of automated prognostic support models for both planning and monitoring 

adjuvant and neoadjuvant chemotherapy; 

 development of algorithms able to analyze both radiological and digital pathology images 

for designing decision support systems. 

Team composition 

Taem Leader: Annarita Fanizzi - Radiomica ed elaborazione dati imaging 

Team members: 
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Radiology and Biomedical Imaging Department, University of California, 

San Francisco. 

 

 

Key funding: 

- Health Big Data, funded by the Ministry of Health, involving the IRCCS 

Networks and the Politecnico di Milano, aimed at creating a technological 

platform that allows the collection, sharing and analysis of clinical and 

scientific data of patients. 

- Progetto di Rete 2018, funded by the Ministry of Health in the context of 

Finalized Research 2018, co-financed by the Puglia Region, it involves in 

addition to the Istituto Superiore di Santità and 7 other national health 

institutes, aimed at experimenting with the integrated use of the HTA 

methodology with machine learning techniques for the development of 

automated systems to support doctors' decisions in defining personalized 

treatment paths. 

- Alleanza Contro Cancro (ACC), WG Radiomics 

- Ricerca Corrente 2016-2018, 2018-2021, 2022-2024 
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